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Abstract

Rice (Oryza sativa L.) is one of the most important crop for food security, especially
back rice varieties group were more higher anthocyanin contents than white rice varieties.
Genetical studies on purple colour characteristics of several parts of rice plant can be used as
morphological marker in rice breeding programs with high anthocyanin. In this study, correlation
among colour of pericarp with colour of vegetative plant parts and inheritance of gene controlling
purple colour in F, families population of CN1XHN and RD6XHN crosses. In this study, purple
colour characteristics of pericarp was positively correlated with purple colour vegetative plant
parts such as leaf blade, leaf sheath, collar, auricle and ligule (= 0.204-0.582, p<0.001). The
results suggested that rice varieties with purple colour of pericarp always has purple colour on
various vegetative plant parts.

Results of statistical tests showed that CN1XHN cross was segregation of purple and not
purple of pericarp were not different from 3:1 (X2=0.462, p=0.496) and 1:2:1 (X2=2.538,
p=0.281) ratio but RD6XHN was different from 3:1(X2= 6.000, p=0.014) and 1:2:1 (X2=6.OOO,
p=0.049) ratio, indicating the occurrence of purple colour on pericarp was not monogenic
inheritance which was governed by a single gene. However, the principle of genetic testing in
segregating of 9 purple : 3 brown : 4 white ratios were found that RD6XHN and CN1XHN
crosses were different from expected value. The testing in segregating of 1 dark purple : 4 dark
brown : 6 brown : 4 light brown : 1white ratios from both crosses were fitted into 1:4:6:4:1 ratios.
The results suggested that purple colour of pericarp were controlled by 2 major genes, the action
was explained on the basis of duplicate gene interaction. The results of this study can be selected
seed purple colour characteristics from the occurrence of purple colour on vegetative plant parts.
The data was studied with agronomic or nutritional characteristics can be useful information to

improve back rice or colored rice varieties for high yield and nutrition.



